Supplementary Table 3. Nucleotide and amino acid identities between the novel bat gammaherpesviruses identified and other gammaherpesviruses on the basis of DNA polymerase partial gene sequences.

% identity with

DrotGHV1 DrotGHV2 DrotGHV3 DyouGHV1 AgeoGHV1 CperGHV1 CperGHV2 AplaGHV1 SangGHV1 McoiGHV1 MmolGHV1
nct aa nct aa nct aa nct aa nct aa nct aa nct aa nct aa nct aa nct aa nct aa
DrotGHV1 (Phyllostomidae) 99.6 - 100.0 100.0 49.0-49.4 43.2 54.7-55.1 58.0 71.0 827 60.0 55.6 60.4 61.7 62.0 66.7 52.7 53.1 59.2 60.5 56.7 58.0 56.7 58.0
DrotGHV2 (Phyllostomidae) 49.0 -49.4 43.2 100.0 100.0 52.7-53.1 49.4 48.6 48.1 53.5 46.9 54.3 49.4 55.2 48.1 58.8 50.6 53.1 46.9 56.1 49.4 54.7 49.4
DrotGHV3 (Phyllostomidae) 54.7-55.1 58.0 52.7-53.1 49.4 99.2-100.0 97.5-100.0 58.4-58.8 56.8 735-739 741-753 698-706 75.3-76.5 59.2 63.0-642 70.2-706 704-71.6 66.1-66.5 76.5 65.7 - 66.1 70.4 66.9 - 67.3 70.4
DyouGHV1 (Phyllostomidae) 71.0 82.7 48.6 48.1 58.4 -58.8 56.8 100.0 100.0 55.1 53.1 57.1 56.8 61.0 63.0 56.3 51.9 58.0 56.8 58.4 58.0 58.8 58,0
AgeoGHV1 (Phyllostomidae) 60.0 55.6 535 46.9 735-739 741-753 55.1 53.1 100.0 100.0 73.1 76.5 62.0 64.2 70.6 72.8 68.6 72.8 63.7 66.7 63.7 66.7
CperGHV1 (Phyllostomidae) 60.4 61.7 54.3 49.4 69.8-706 75.3-76.5 57.1 56.8 73.1 76.5 100.0 100.0 62.9 64.2 71.0 75.3 68.2 76.5 69.8 716 68.6 716
CperGHV2 (Phyllostomidae) 62,0 66.7 55.2 48.1 59.2 63.0 - 64.2 61.0 63.0 62,0 64.2 62.9 64.2 100.0 100.0 62.9 60.5 61.2 64.2 62.4 61.7 62,0 61.7
AplaGHV1 (Phyllostomidae) 52.7 53.1 58.8 50.6 70.2-70.6 70.4-716 56.3 51.9 70.6 72.8 71.0 75.3 62.9 60.5 100.0 100.0 75.9 81.5 65.7 69.1 63.7 66.7
SangGHV1 (Phyllostomidae) 59.2 60.5 53.1 46.9 66.1 - 66.5 76.5 58.0 56.8 68.6 72.8 68.2 76.5 61.2 64.2 75.9 815 100.0 100.0 63.3 66.7 60.8 66.7
McoiGVH1 (Molossidae) 56.7 58.0 55.1 49.4 65.7 -66.1 70.4 58.4 58.0 63.7 66.7 69.8 716 62.4 61.7 65.7 69.1 63.3 66.7 100.0 100.0 95.5 97.5
MmoIGHV1 (Molossidae) 56.7 58.0 54.7 49.4 66.9-67.3 70.4 58.8 58.0 63.7 66.7 68.6 71.6 62.0 61.7 63.7 66.7 60.8 66.7 95.5 97.5 = =
gammaherpesvirus of
Phyllostomidae 722 85.2 49.4 46.9 53.9-54.3 58,0 86.9 91.4 58.0 53.1 57.6 59.3 63.7 63.0 54.7 51.9 58.0 59.3 57.6 56.8 S, 56.8
Pteropodidae 473-555 519-605 52.7-53.9 432-506 57.6-624 506-63.0 518-588 50.6-59.3 559-624 593-66.7 51.0-63.7 56.8-67.9 551-604 580 -654 559-612 543-642 522-612 556-642 50.6-584 543-61.7 50.2-588 51.9-59.3
Hipposideridae 49.4-49.8 46.9 47.3 432 54.7-555 49.4-50.6 49.8 48.1 54.3 50.6 52.2 48.1 47.8 48.1 535 48.1 539 50.6 52.7 51.9 53.1 54.3
Rhinolophidae 55.5 59.3 49.8 45.7 58.4 60.5-61.7 60.4 60.5 62.9 65.4 59.2 58.0 60.0 63.0 60.4 55.6 58.8 58.0 60.4 61.7 59.6 59.3
Vespertilionidae 44.1-60.0 46.9-61.7 49.0-584 40.7-53.1 57.6-649 531-642 518-60.8 457-63.0 57.6-633 543-679 54.7-669 556-69.1 48.6-596 46.9-63.0 531-629 51.9-654 543-645 519-654 51.4-629 494-66.7 51.8-629 48.1-69.1
Miniopteridae 53.9 54.3 54.3 51.9 59.2-59.6 58.0-59.3 53.1 54.3 59.2 59.3 63.3 58.0 55.5 59.3 55.1 53.1 58.4 55.6 61.6 56.8 60.0 56.8
Molossidae 55.9 5 56.7 53.1 61.2-62.0 54.3-56.8 52.7 50.6 57.6 50.6 58.0 54.3 57.1 54.3 58.4 46.9 56.7 54.3 57.1 51.9 57.6 51.9
gammaherpesvirus genera
Lymphocrytovirus 433-465 37.0-432 50.6-53.1 457-469 514-584 444-556 482-51.8 38.3-469 559-580 457-543 48.6-51.8 469-51.9 47.3-494 444-457 539-563 457-494 510-535 46.9-506 47.3-51.0 40.7-469 47.3-50.2 432-494
Macavirus 420-559 42.0-519 50.2-559 457-519 584-669 56.8-679 498-551 457-519 57.1-66.1 543-642 50.6-61.6 48.1-630 473-57.1 457-580 58.0-67.3 543-642 576-645 506-617 527-645 519-630 52.7-653 49.4-64.2
Rhadinovirus 437-620 40.7-63.0 42.9-56.3 39.5-54.3 52.7 -64.9 50.6-67.9 51.4-629 432-61.7 50.6-657 49.4-66.7 478-694 457-679 51.8-653 469-69.1 52.2-686 46.9-67.9 50.6-645 481-654 486-64.1 457-66.7 482-629 46.9-64.2
Percavirus 486-56.7 519-630 47.0-539 358-469 60.0-657 59.3-654 547-584 50.6-60.5 580-633 543-642 56.7-629 531-642 543-600 556-63.0 576-624 531-593 576-612 543-61.7 539-612 56.8-61.7 53.5-60.4 54.3-60.5
unclassified gammaherpesvirus
Elephas maximus gammaherpesvirus 1 51.4 46.9 46.9 39.5 535-54.3 42.0 53.1 45.7 55.9 44.4 57.1 49.4 53.5 45.7 55.5 50.6 58.4 50.6 52.2 45.7 50.6 43.2
Procavia capensis gammaherpesvirus 2 50.2 54.3 49.8 46.9 60.8-61.6 63.0-64.2 58.0 58.0 60.0 60.5 55.9 59.3 55.9 60.5 62.9 59.3 60.8 66.7 58.4 60.5 58.0 59.3
Sorex araneus gammaherpesvirus 1 47.3-47.8 45.7 44.1 37.0 46.5 46.9-48.1 50.2 44.4 47.8 42.0 473 44.4 49.8 48.1 50.6 43.2 518 46.9 46.1 46.9 453 44.4
Tupaia belangeri gammaherpesvirus 1 58.4 56.8 53.2 46.9 629-633 64.2-65.4 54.7 56.8 64.5 58.0 60.4 61.7 50.2 60.5 63.7 58.0 60.0 58.0 58.4 61.7 57.1 59.3

In bold are indicated the lowest and highest values of nucleotide and amino acid identities between the newly identified viruses, with the other viruses of the different bat families or depending on the virus genera for the non-bat viruses.



